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Table 1. Chromosomal Abnormalities in Second-Trimester Pregnancies Based on Maternal Age
at Term

Sex Chromosome  Microarray or Rare
Aneuploidy Chromosomal  All Chromosomal
Trisomy 21 Trisomy 18 Trisomy 13 (XXX, XY, XYY, 45, X) Abnormality Abnormalities

Age 20 8 per 10,000 2 per 10,000 1 per 10,000 34 per 10,000 37 per 10,000 82 per 10,000
1in 1,250 1in 5,000 1in 10,000 1in 294 1in 270 1in 122

Age 25 10 per 10,000 2 per 10,000 1 per 10,000 34 per 10,000 37 per 10,000 84 per 10,000
1in 1,000 1in 5,000 1in 10,000 1in 294 1in 270 1in 19

Age 30 14 per 10,000 4 per 10,000 2 per 10,000 34 per 10,000 37 per 10,000 91 per 10,000
1in 714 1in 2,500 1in 5,000 1in 294 1in 270 1in 110

Age 35 34 per 10,000 9 per 10,000 4 per 10,000 35 per 10,000 37 per 10,000 119 per 10,000
1in 294 1in 1,1M 1in 2,500 1in 285 1in 270 1in 84

Age 40 116 per 10,000 30 per 10,000 14 per 10,000 51 per 10,000 37 per 10,000 248 per 10,000
1in 86 1in 333 1in 714 1in 196 1in 270 1in 40

I 2 N SCRRARE P 45 FE RS B B e P R AR MR LG i 55 IE 2. (Screening for Fetal Chromosomal Abnormalities: ACOG
Practice Bulletin Summary, NO. 226.)
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